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0157-0 F VIC GCGCTGGTTTAGCCATCGCCTTCTTCC 165
R TTCATTAAAATAAAAAATCCCATGGAAAATATTTTTTG
F VIC GTGCGTAACCTGCTGGCACA
EHC-1 6 75
Mix 1 R CGCGGCTGCCGGAGTATC
1X
F VIC CCAGTTCGGCAGTGAGCTG
EHC-2 6 214
R ACGCTGGTCCGGGAGATTAT
F NED ATACTACAGACGTCTGCTGATGA
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R CCGCTTTGTTACCGGTCTTTTTC
F PET AATCAGAGCGGCAGGAAAAAGAAGA
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R GGGCTTCTGTCTTTTCAGACCTG
) F PET CCCCTATCAAAACTGATACCCGATAAG
Mix 2 EH26-7 22 292
R CGCCGGAAGGCAAAAGATCAT
F NED ATGGAGAACCGTCTGAGTGC
EHC-6 9 387
R TCAGAAATCATCTCCCGGCTCAAC
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