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Characterization of a multidrug-resistant isolate of
Salmonella Paratyphi B from Japan

Ashraf M. Ahmed™, Furuta K ™ Shimomura K,
Kawamoto H ™, Shimamoto T™
J Antimicrobial Chemotherapy, 56, 250 250a, 2005
From 1990 to 2003, a total of 27 strains of S.
paratyphi B were isolated in Hiroshima city.
Only one strain of them displayed a multidrug-
resistance profile typical of serovar Typhimurium
DT104, being resistant to ampicillin, chloramphenicol,
streptpmycin, tetracycline, and ciprofloxacin. This
strain was isolated from an infant with acute
gastroenteritis in 2002. PCR and DNA sequencing
revealed that this strain had two dass 1 intergons
within the characteristic Salmonella genomic island 1
region of Typhimurium DT104 and that the resistance
gene cassettes were pse-1 and aadA2, suggesting
that this strain emerged recently in Japan.
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Genotypic characterization of Clostridium botulinum
strains producing TypeA neurotoxin complexes by
random amplified polymorphic DNA and PCR-RFLP
analysis

Ishimura K, Nakano H ™, Kayashima T Ogino T"
Jpn J Food Microbiol, 22(4),148 154,2005

In order to genotypically characterize Clostridium
botulinum typeA strains, we examined 23 strains from
various origins, by random amplified polymorphic
DNA(RAPD) analysis and characterized the typeA
botulinum neurotoxin complex genes(BoNT/A,
BoNT/B, NTNH, HA, and p47 protein) by PCR and
PCR-RFLP analysis. By RAPD analysis, C. botulinum
strains associated with the early Japanese infant
botulism cases and a strain 804-1H isolated from
Brazilian honey were clearly differentiated from the
other strains. By PCR and PCR-RFLP, 23 strains
were characterized and divided into 3 types.
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Genomic analysis of a multidrug-resistant strain of
enterohaemorrhagic Escherichia coli O157:H7
causing a family outbreak in Japan

Ashraf M. Ahmed™, Kawamoto H"% Inouye K
Hashiwata Y2, Sakaki M Seno M®Shimamoto T,
J Med Microbiol 54,1 6,2005

A family outbreak of enterohaemorrhagic
Escherichia coli (EHEC)O157:H7 infection occurred
in 2003 in Hiroshima area. All of 4 isolates from the
family members had stxl and stx2 genes. However,
one strain had unique Xbal and BInl PFGE profiles
with an additional plasmid band. The isolate
showed a multidrug-resistance and had a class 1
integron containing two cassettes(dfrl, aadAl) and
TEM-1 gene. This is the first report of the f3
-lactamase gene of EHEC 0157 isolate.
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Evaluation of pulsed-field gel electrophoresis
analysis performed at selected prefectural institutes
of public health for use in PulseNet Japan

Matsumoto M™, Suzuki Y™, Nagano H™ Yatsuyanagi
J%, Kurosawa H™ Kobayashi K™, Yamaoka K¢,
Horikawa K™, Kudaka J'8, Terajima J°, Watanabe H™,
Miyazaki Y™,
Jpn J Infect, Dis 58, 180 183, 2005

Evaluation of pulsed-field gel electrophoresis
(PFGE) analysis by nine public health institutes
indicated PFGE protocols should be standardized.
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