Genome types of adenovirus type 7 isolated
in Hiroshima City
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132 of adenovirus type 7 (Ad7) were isolated in
Hiroshima City in 1995-1999. About 80 were
isolated from patients with respiratory illness. 58 Ad7
of the isolates were divided two genome types, Ad7d
and Ad7h by RFLP analysis with BamHI. Additional
10 enzymes subclassified them into 5 genome types,
7d2 (54 isolates), 7d3 (1), 7d4 (1), 7d5 (1), 7h ().
These results indicate that the predominant Ad7
genome type circulating in Hiroshima City in
1995-1999 was Ad7d2.
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129 of adenovirus type 8 (Ad8) were isolated in
Hiroshima City over a 15 year period (1983-97) from
patients with keratoconjunctivitis, and analyzed with
six restriction enzymes (RE) to investigate possible
relations among the isolates and their genetic
variability. Seven hypervariable regions of the hexon
gene were also sequenced to investigate the variation
among the genome types. RE yielded 3 known genome
types, 8A (13), 8B (7), 8E (35) and a novel genome
type, 8l (74). Ad8A, Ad8B, and AdBE were closely
related, with 96  homology, whereas Ad8l had only
71 homology. Ad8I was isolated from an outbreak
of epidemic keratoconjunctivitis in 1995 and was also
isolated from sporadic cases until 1997.
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A novel strain of adenovirus (Ad) type Ad8
(genome type Ad8Il) involved in EKC outbreak in
Hiroshima city was characterized by serological
testing and sequence analysis of the fiber and hexon
gene. The results indicate that Ad8l is a unique strain
of adenovirus because of its lower genomic homology
with Ad8, major cross reactivity with Ad9 in NT, and
mixed genetic organization of HVRs of the hexon
gene. These factors may have enabled the virus to
circumvent acquired immunity, resulting in the
outbreak.
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Norovirus (NV) and sapovirus (SV) infections in
Vietnam between Dec 1999 and Nov 2000 were
studied by RT-PCR detection and sequence analysis.
72 of NVs (4 G , 68 G2 strains) were detected in
448 rotavirus negative samples. G /4 was major
genome type through the period examined. G /3
strains, naturally occurring recombinant NVs and two
strains in new genome type, which was shown to be a
recombinant NV, were also detected.
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