24, 33-38(2005)

16
16
39
22 (56.4 ) (NV)
387 95 (245 ) NV 42.9
30.0 21.6 15.0 NV 17
G 5 G G
G /4( )
NV 1
G /4
(NV) 1
NV 16 4 1 17 3 31
- 1
) D
( )
NV 39
2) ( )203
9 ( )133 14
37 ( 15 22
7 NV 387
2
NV veal infusion broth 10
10,000rpm 30 (10
NV
NV PBS(-) 10 10,000rpm 30
NV
40
16

PBS(-) 10




24, 33-38(2005)

NV PCR
HEp-2
RD18S Vero

PCR ELISA
( ® TFB)
ELISA ( ® TFB)
40/41 ELISA ( E® TFB)
C RPHA ( )

(1) RNA -
10 100p 1
100p 1
®RV-R(
Isolation System( )
RNA

) SV Total RNA

- (RT-PCR) 4
M-MLV Reverse Transcriptase RNaseH-( )
EX Tag®( )
Ready-To-Go RT-PCR® (

)
P289/290%

G1-SKF/SKR G2-SKF/SKR® RT-PCR
36/35'-82/81 MR3/4 - Yuri22F/R

CO-G1F/G1SKR - G1-SKF/SKR
CO-G2F/G2SKR - G1-SKF/SKRY
RT-nested PCR  (RT-nPCR)

x 0.5 TBE
DNA

COG1F/COG1R COG2F/COG2R

PCR 9
@)
PCR
QIAquickR PCR Purification
Kit( ) QIAquickR Gel Extraction Kit(
) DNA BigDye™

Terminator Cycle Sequencing Ready Reaction(
)
AutoSeq™ G-50(
) ABI
Prism™ 310 Genetic Analyzer(PE

UPGMA Katayama n.8)
NV
1
39
(1 1
10
17 11 (
) 45 27
( )
9 1/3 7
5
8 1
8 1
(N\V ) 5 117
11 8
2
39 387 22 (56.4 ) 95
(24.5 ) NV ( 1)
11/17(64.7 )
4/11(36.3 ) 5/10(50 )

1/1¢100 ) NV
61/203(30.0 )
20/133(15.0) 6/14(42.9 )

8/37(21.6 )

60.5 11 3
82.6 (19723 )

4 10 20 (3/15 )
4 5
NV
6 ( 5 1
) 12 3
« 2 1
9 5 (55.6 ) NV
2



24, 33-38(2005)

16

*1

*2

0407 H16.4.7 3/37 3/5 NV G
0408 H16.4.8 0/3
0410 H16.5.14 0/3
0411 H16.5.20 1/16 0/1
0412 H16.5.25 0/6
0413 H16.5.25 11/22 0/2 NV G
NV(1),
0414 H16.5.31 2/8 0/1 A dé (i)
0415 H16.6.2 0/3 0/1
0416 H16.6.4 1/6 Polio-1
0417 H16.6.4 0/6
0418 H16.6.16 0/14 0/23
0421 H16.7.2 0/9
0422 H16.9.24 0/11
0423 H16.10.28 1/1 SRSV
0424 H16.10.31 0/1
0425 H16.11.19 1/1 0/1 NV G
0427 H16.12.8 0/10 0/2
0428 H16.12.10 0/6
0429 H16.12.14 4/5 NV G /4
0430 H16.12.15 172 NV G
0431 H16.12.17 /3 NV G G
0432 H16.12.22 0/1
0501 H17.1.5 2/2 NV G G
0502 H17.1.11 58 Ly o W G /12
(3/6)*  (9/24)
0503 H17.1.14 0/1
0504 H17.1.14 2/3 NV G /4
0505 H17.1.14 3/5 0/4 0/4 NV G /3
0506 H17.1.17 0/1
0507 H17.1.18 3/7 1/9 0/3 NV G /4
0509 H17.1.31 2/9 0/8 NV G /4
2/8)
0510 H17.2.1 /1 NV G G
1/16
0511 H17.2.7 5 gy WA NV G /4
0513 H17.2.16 2/2 3/4 NV G
0514 H17.2.17 4/5 1/1 NV G
0515 H17.2.21 2/2 NV G G
0517 H17.2.21 3/4 0/5 /1 NV G G
0519 H17.2.22 5/7 1/26 NV G
0520 H17.3.23 2/2 NV G
0521 H17.3.30 3/17 0/4  0/1 0/5 NV G
61/203 20/133 6/14 8/37
30.0 15.0 42.9 21.6
*1
*2 NV
*3 /
*4
*5
(SRSV)
1 NV 4



24, 33-38(2005)

2 NV
20502 05 1.11 L 1.18 n 7
06 1.11 + 1.18 - 7
12 1.12 + 1.18 - 6
14 1.12 + 1.18 - 6
22 1.11 4 1.18 - 7
27 1.11 + 1.18 + 7
31 1.11 + 1.18 + 7
32 1.11 + 1.18 + 7
34 1.11 + 1.18 4 7
20511 03 2.7 + 2.16 - 14
*1 + NV - NV
PCR
RT-PCR ( 3) 3
0416 1
0414 3 1 P289/290  21.6 (52/241) G2-SKF/R
15.8 (52/329) G1-SKF/R1.8 (4/221)
3 NV 4 nPCR
NV 22 17 (77.3 ) G2COF/G2-SKR - G2-SKF/R
G 5 (22.3 ) G G 25 (10/40) MR3/4 . Yuri22F/R 8.3
( )G G (2/24) G1COF/G1-SKR- G1-SKF/R8.1 (3/37)
@3 ) 36/35'-.82/81 0 (0/24)
2 )
7 5 G 16 39
74( ) 1 G /3( 387
) 1 G /12( ) 22 (56.4 ) 95  (24.5 ) NV
NV
G /4 3 1
1 G /3 G /12
4 NV ( )
3 NV
36/35' - MR3/4- G1CS- G2CS-
*1
G1SS G2SS P289/290 82/81  Yuri22F/R G1SS G2SS
412207 52/327 52/240
0/1 0/2 0/1 0/6 1/6 0/10 4/13
"3 0/6 0/6 0/13 0/14
0/12 1/12 3/14 6/13
47221 52/329 52/241 0/24 2/24 3/37 10740
1.8 15.8 21.6 0 8.3 8.1 25
*1 G1SS G1-SKF/G1-SKR G2SS G2-SKF/G2-SKR G1CS COGIF/G1-SKR G2CS
COG2F/G2SKR 36/35' -82/81 1 2 PCR nested
PCR
*2 /

*3



24, 33-38(2005)

9
;
NV
9
4 10
117
NV
5 G G
13)
74(
)y G /12(
G /4
G /4 NV
NV
20)
G /4
(
(20/133) NV
NV
2 15

4)

10)-12)

4 6
17 G
G
G G
7 5 G
) G /3(
) 1
14)-19)
10)-12)
G /4
G /4
19)
)
15.0
NV
1
NV
( 8.5 )™ 7

1)

2)

3)

5)

6)

7)

8)

9)

22 2) 35 2
1
NV
- 21(3) 179
186(2004)
2001.1
2003.10 24 309
310(2003)
15
13 15
(2004)
12

20 43 48(2001)
Jiang X et al: Design and evaluation of a primer
pair that detects both Norwalk- and
Sapporo-like caliciviruses by RT-PCR, J Virol
Methods, 83, 145 154(1999)
Kageyama T et al: Broadly reactive and highly
sensitive assay for Norwalk-like viruses based
on real-time quantitative reverse trans-
cription-PCR, J Clin Microbiol, 41, 1548 1557
(2003)
Katayama K et al: Phylogenetic analysis of the
complete genome of 18 Norwalk-like viruses,
Virol, 299, 225 239(2002)

11 2004 3 8

3 14 (2004)



24, 33-38(2005)

http://www.mhlw.go.jp/houdou/200501/h0112

-3.html
10) 2003/04
38 67
69(2004)
11)
34 29 31(2004)
12)
- 2003/04 -
54 37 42(2004)
13)

http://idsc.nih.go.jp/iasr/prompt/graph-kj.ht
ml

14) Lopman B et al: Increase in viral gastroenteritis
outbreaks in Europe and epidemic spread of new
norovirus variant, Lancet, 363, 682 688

2004

15) Vinje J et al: The incidence and genetic
variability of small round-structured viruses in
outbreaks of gastroenteritis in the Netherlands,
J Infect Dis, 176, 1374 1378(1997)

16) Vinje J detection and
epidemiology of small round-structured viruses

et al: Molecular
in outbreaks of gastroenteritis in the
Netherlands, J Infect Dis, 174, 610 615(1996)

17) Gallimore | et al: Diversity of noroviruses

18)

19)

20)

21)

22)

23)

24)

Vipopnd et al: National epidemic of Lordsdale

norovirus in the UK, J Clin Virol, 30, 243

247(2004)

Dingle KE, Mutation in a Lordsdale norovirus

epidemic strain as a potential indicator of

transmission routes, J Clin Microbiol 42, 3950
3957(2004)

50

(http://www.city.hiroshima.jp/shakai/eiken/cy

oken/happyo/hpy 05/hpy 05-noro.htm)

Goller JL et al: Long-term features of

noroviruses gastroenteritis in the eldly, J Hosp

Infect, 58, 286 291(2004)

Graham DY et al: Norwalk virus infection of

volunteers: new sights based on improved

assays, J infect Dis, 170, 34 43(2003)

Rockz B et al: Natural history of human

Calicivirus infection: a prospective cohort

study, Clin Infect Dis, 35, 246 253(2002)
(NV)

NV
16 41 44(2004)



